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Microbiology, 11, 1242. doi: 10.3389/fmicb.2020.01242.

Banchi, E., Ametrano, C.G., Greco, S., Stankovi¢, D., Muggia, L., & Pallavicini, A. (2020). PLANITS: a curated sequence
reference dataset for plant ITS DNA metabarcoding. Database, 2020. doi: 10.1093/database/baz155.

Banchi, E., Pallavicini, A., & Muggia, L. (2019). Relevance of plant and fungal DNA metabarcoding in aerobiology.
Aerobiologia, 36(1), 9-23. doi: 10.1007/s10453-019-09574-2.

Banchi, E.”, Candotto Carniel, F.*, Montagner, A., Bosi, S., Bramini, M., Crosera, M., Leon, V., Martin, C., Pallavicini, A., Prato,
M., & Tretiach, M. (2019). Graphene-based materials do not impair physiology, gene expression and growth
dynamics of the aeroterrestrial microalga 7rebouxia gelatinosa. Nanotoxicology, 13(4), 492-509. doi:
10.1080/17435390.2019.1570371.

Elisa Banchi - Europass




16.

17.

18.

19.

20.

21.

22,

23.

24.

25.

26.

27.

28.

29.

Vezzulli, S.*, Malacarne, G.*, Masuero, D., Vecchione, A., Dolzani, C., Goremykin, V., Mehari, Z.H., Banchi, E., Velasco, R.,
Stefanini, M., Vrhovsek, U., Zulini, L., Franceschi, P., & Moser, C. (2019). The Rpv3-3 haplotype and stilbenoid induction
mediate downy mildew resistance in a grapevine interspecific population. Frontiers in plant science, 10, 234. doi:
10.3389/fpls.2019.00234.

Banchi, E., Ametrano, C. G., Stankovi¢, D., Verardo, P., Moretti, O., Gabrielli, F., Lazzarin, S., Borney, M.F., Tretiach, M.,
Pallavicini, A., & Muggia, L. (2018). DNA metabarcoding uncovers fungal diversity of mixed airborne samples in Italy.
PLoS One, 13(3), e0194489. doi: 10.1371/journal.pone.0194489.

Banchi, E., Stankovic, D., Fernandez-Mendoza, F., Gionechetti, F., Pallavicini, A., & Muggia, L. (2018). ITS2 metabarcoding
analysis complements lichen mycobiome diversity data. Mycological progress, 17(9), 1049-1066. doi: 10.1007/s11557-
018-1415-4.

Banchi, E.~, Carniel, F. C., Montagner, A., Petruzzellis, F., Pichler, G., Giarola, V., Bartels, D., Pallavicini, A., & Tretiach, M.
(2018). Relation between water status and desiccation-affected genes in the lichen photobiont 7rebouxia
gelatinosa. Plant Physiology and Biochemistry, 129, 189-197. doi: 10.1016/j.plaphy.2018.06.004.

Hernandez Mora, J.R., Micheletti, D., Bink, M., Van de Weg, E., Nazzicari, N., Caprera, A., Dettori, M. T., Micali, S., Banchi, E., ...
& Verde, 1. (2017). Integrated QTL detection for key breeding traits in multiple peach progenies. BMC Genomics, 18.
doi: 10.1186/s12864-017-3783-6.

Candotto Carniel, F.*, Gerdol, M.*, Montagner, A., Banchi, E., De Moro, G., Manfrin, C., Muggia, L., Pallavicini, A., & Tretiach, M.
(2016). New features of desiccation tolerance in the lichen photobiont 7rebouxia gelatinosa are revealed by a
transcriptomic approach. Plant Molecular Biology, 91, 319-339. doi: 10.1007/s11103-016-0468-5.

Muranty, H., Troggio, M., Sadok, I. B., Al Rifai, M., Auwerkerken, A., Banchi, E., ... & Bink, M. C. (2015). Accuracy and
responses of genomic selection on key traits in apple breeding. Horticulture research, 2, 1-12. doi:
10.1038/hortres.2015.60.

Micheletti, D., Dettori, M. T., Micali, S., Aramini, V., Pacheco, 1., Da Silva Linge, C., Foschi, S., Banchi, E., ... & Aranzana, M.J.
(2015). Whole-genome analysis of diversity and SNP-major gene association in peach germplasm. P/loS one, 10,
€0136803. doi: 10.1371/journal.pone.0136803.

Bianco, L., Cestaro, A., Sargent, D. J., Banchi, E., Derdak, S., Di Guardo, M., ... & Troggio, M. (2014). Development and
validation of a 20K single nucleotide polymorphism (SNP) whole genome genotyping array for apple (Malusx
domestica Borkh). PLoS One, 9, e110377. doi: 10.1371/journal.pone.0110377.

Troggio, M., éurbanovski, N., Bianco, L., Moretto, M., Giongo, L., Banchi, E., ... & Sargent, D.J. (2013). Evaluation of SNP
data from the Malus Infinium array identifies challenges for genetic analysis of complex genomes of polyploid
origin. PLoS One, 8, e67407. doi: 10.1371/journal.pone.0067407.

Gaspari, S., Holcer, D., Mackelworth, P., Fortuna, C., Frantzis, A., Genov, T., Vighi, M., Natali, C., Rako, N., Banchi, E., Chelazzi,
G., & Ciofi, C. (2015). Population genetic structure of common bottlenose dolphins (7Tursiops truncatus) in the
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